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Figure 1. Example protein aggregation map for IgG1, showing pre-
dicted sites of aggregation in red. [PDB: 1HZH]
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Figure 2. Hydrophobicity parameter mapped on EGFR surface (left),
and AggMap score on the same protein (right). [PDB: 11VO]
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Figure 3. Protein aggregation map calculated for human estrone sulfa-
tase. Blue and green plane indicate membrane/water boundaries. [PDB:
1P49]
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